The aim of this study is to determine the methylation pattern in the promoter region of the interleukin 1-β gene in hippocampal tissue obtained from animal models of mesial temporal lobe epilepsy induced by pilocarpine injection and compare this with the methylation pattern found in tissue of control animals
Introduction
There is a growing number of evidence suggesting an association between inflammation and epilepsy (1). The role of epigenetics as a potential regulator of genes associated with epilepsy is also gaining attention (2). The aim of this project is to evaluate the methylation pattern in the promoter region of the interleukin 1-β gene in hippocampal tissue obtained from animal models of mesial temporal lobe epilepsy induced by pilocarpine injection and compare this with the methylation pattern found in tissue of control animals.
Results and Discussion
Tissue from 6 animals, male Wistar rats, was used in this project. Three of these animals were injected with pilocarpine for the induction of seizures, status epilepticus and three animals used as control group. After two weeks of the pilocarpine injection, brains were cut in the cryostat and the hippocampus was removed. Genomic DNA was extracted with the proteinase K protocol. The methylation pattern will be identified by the bissulfite conversion with MethylMiner Methylated DNA Enrichment Kit. Currently, we are undertaken the bisulfite experiments in order to obtain the final results.
Conclusions
I After completion of these project and subsequent studies we hope to obtain result which should shed some light into the mechanisms underlying mesial temporal lobe epilepsy.
